
 

 
For Research Use Only. Not For Use In Diagnostic Procedures. 

Email:support@naturebios.com 

Web:http://naturebios.com 

 BRG1 Rabbit mAb [38VF] 

 

 

Information: 

Applications Reactivity: UniProt ID: MW(kDa) Host Isotype Size 

WB,IHC,ICC/IF H,M,R P51532 185 kDa Rabbit IgG 50ul,100ul,200ul 

 

Applications detail： Application Dilution 

 WB 1:1000-2000 

 IHC 1:100 

 ICC/IF  1:100  

 The optimal dilutions should be determined by the end user 

 

Conjugate： 

UnConjugate 

Form： 

Liquid 

sensitivity： 

Endogenous 

Purification： 

Protein A purification 

Specificity： 

Antibody is produced by immunizing animals with a synthetic peptide at the sequence of human BRG1  

Storage buffer and conditions： 

Antibody store in 10 mM PBS, 0.5mg/ml BSA, 50% glycerol（buffer）.   

Shipped at 4°C. Store at-20°C or -80°C.  

Products are valid for one natural year of receipt.Avoid repeated freeze / thaw cycles.  

Tissue specificity： 

Colocalizes with ZEB1 in E-cadherin-negative cells from established lines, and stroma of normal colon as well as 

in de-differentiated epithelial cells at the invasion front of colorectal carcinomas  

Subcellular location: 

Nucleus.  

Function： 

Introduction: WB: Western Blot IP: Immunoprecipitation IHC: Immunohistochemistry ChIP: Chromatin Immunoprecipitation ICC/IF: Immunocytochemistry/ 

Immunofluorescence F: Flow Cytometry  

Cross Reactivity: H: human M: mouse R: rat Hm: hamster Mk: monkey Vir: virus Mi: mink C: chicken Dm  D. melanogaster X: Xenopus Z: zebrafish B: bovine 

Dg: dog Pg: pig  Hr: horse 

 

Cat NO. :A73956 
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  Involved in transcriptional activation and repression of select genes by chromatin remodeling (alteration of 

DNA-nucleosome topology). Component of SWI/SNF chromatin remodeling complexes that carry out key 

enzymatic activities, changing chromatin structure by altering DNA-histone contacts within a nucleosome in an 

ATP-dependent manner. Component of the CREST-BRG1 complex, a multiprotein complex that regulates 

promoter activation by orchestrating the calcium-dependent release of a repressor complex and the recruitment 

of an activator complex. In resting neurons, transcription of the c-FOS promoter is inhibited by SMARCA4-

dependent recruitment of a phospho-RB1-HDAC repressor complex. Upon calcium influx, RB1 is 

dephosphorylated by calcineurin, which leads to release of the repressor complex. At the same time, there is 

increased recruitment of CREBBP to the promoter by a CREST-dependent mechanism, which leads to 

transcriptional activation. The CREST-BRG1 complex also binds to the NR2B promoter, and activity-dependent 

induction of NR2B expression involves the release of HDAC1 and recruitment of CREBBP. Belongs to the neural 

progenitors-specific chromatin remodeling complex (npBAF complex) and the neuron-specific chromatin 

remodeling complex (nBAF complex). During neural development, a switch from a stem/progenitor to a 

postmitotic chromatin remodeling mechanism occurs as neurons exit the cell cycle and become committed to 

their adult state. The transition from proliferating neural stem/progenitor cells to postmitotic neurons requires a 

switch in subunit composition of the npBAF and nBAF complexes. As neural progenitors exit mitosis and 

differentiate into neurons, npBAF complexes which contain ACTL6A/BAF53A and PHF10/BAF45A, are exchanged 

for homologous alternative ACTL6B/BAF53B and DPF1/BAF45B or DPF3/BAF45C subunits in neuron-specific 

complexes (nBAF). The npBAF complex is essential for the self-renewal/proliferative capacity of the multipotent 

neural stem cells. The nBAF complex along with CREST plays a role regulating the activity of genes essential for 

dendrite growth. SMARCA4/BAF190A may promote neural stem cell self-renewal/proliferation by enhancing 

Notch-dependent proliferative signals, while concurrently making the neural stem cell insensitive to SHH-

dependent differentiating cues (By similarity). Acts as a corepressor of ZEB1 to regulate E-cadherin transcription 

and is required for induction of epithelial-mesenchymal transition (EMT) by ZEB1. Binds via DLX1 to enhancers 

located in the intergenic region between DLX5 and DLX6 and this binding is stabilized by the long non-coding 

RNA (lncRNA) Evf2 (By similarity). Binds to RNA in a promiscuous manner (By similarity). Binding to RNAs 

including lncRNA Evf2 leads to inhibition of SMARCA4 ATPase and chromatin remodeling activities (By 

similarity).. 

Validation Data： 

 

BRG1 Rabbit mAb [38VF]  Images 

 

 

IMPORTANT: For western blots, incubate membrane with diluted primary antibody in 1% w/v Milk, 1X TBST at 4°C overnight. 

View more information on http://naturebios.com 

Western blot（SDS PAGE） analysis of extracts from HEK-

293T cells.Using BRG1Rabbit mAb [38VF] at dilution of  

1:1000 incubated at 4℃ over night. 

 


